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Serum protein electrophoresis
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SPE: Accuracy of M-protein quantification (Dara)
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80-120% recovery range



SPE: Accuracy of M-protein quantification (Elo and B-migrating)
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80-120% recovery range



SPE: LoD
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Conclusions Part I
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Accuracy of M-protein quantitation is dependent on:
M-protein concentration

➢ Highest inaccuracy in smal M-proteins

Gamma fraction background
➢ Highest inaccuracy with hyper-gamma

Migration pattern of M-protein
➢ Highest inaccuracy in central gamma migration

Gating strategy
➢ TS leads to underestimation
➢ PD leads to overestimation

‘The quantitation of small M-proteins especially in high 
polyclonal background is associated with analytical inaccuracy’



IFE and ISUB (Dara in normal gamma region) 
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SPE, IFE and ISUB: LoD
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Consistency within single institute: intra-laboratory CV%
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Katzmann et al. Clin Chem 2011

Average CV (all samples)
= 5.0% 



Follow-up within single institute
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Conclusions Part II
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Satisfactory intra-laboratory precision was observed (average CV=5%)
Dependent on:

• M-protein concentration (best precision large M-proteins) 
• Gamma fraction background (best precision hypo-gamma)
• Gating strategy (best precision PD gating)

‘Quantification of small M-proteins to monitor patients over time 
is appropriate, when subsequent testing is performed within the
same laboratory’
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